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AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
GFP Knockout HEK293T Cells (L00022).

32 K (R BF $2 4 T CRISPR/Cas9 4% AR 1) TMEM?223 % [l i [ 1) 53 K (L13810 pLenti-TMEM223-sgRNA). 175 # (L13811
TMEM223 Knockout Lentivirus). HEK293T4Hf{Y(L13812 TMEM223 Knockout HEK293T Cells). HEK293THi 41 i fIRIPAZY
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TMEM223 5 K [{) FEAAE B0 T
Species Gene Symbol Gene ID GenBank Accession Transcript
Human TMEM223 79064 BC127679 NM 001080501
About the gene
Official Symbol TMEM223
Previous Symbol -
Official Full Name | transmembrane protein 223
Synonyms MGC3196
Location 11q12.3
Gene Type protein-coding gene
Uniprot ID AOPJW6
Pathway/Library Lung Cancer Growth Related Genes Library
Transmembrane protein 223 (TMEM223) was an interaction partners of the CaV2.2 Ca2+ channel. The
interaction was verified using the yeast split-ubiquitin system and narrowed down to CaV2.2 domain IV.
Colocalization studies using fluorescent constructs demonstrated defined regions of subcellular
Gene Summary localization. Expression of TMEM223 lowered the average current density, accelerated the kinetics of
cumulative current inactivation and slowed the kinetics of recovery from inactivation. TMEM223 and, to a
lesser extent, PTGDS, may negatively modulate Ca2+ entry required for transmitter release and/or for
dendritic plasticity under physiological conditions.
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AR IR 55 72 NDMEM (high glucose)+10% FBS. 1 £ 55 FR I NG 2 75 55 2% -5 55 20 VW LA B 1] BE 4 B8 V5 e s
W 7 K75 5 3-8 RV (100X) (C0222). [, In N9 E 1 pg/mlffiPuromycin (ST551) A& 441895 75 IVHEK 293 T
) ELARAS A5 295293 T (A JIEE4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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